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Abstract: Pancreatic cancer is a relatively common tumor of the digestive system, with difficulties in early-stage diagnosis and an extremely
high degree of malignancy. Molecular diagnostic technology based on tumor biomarkers, combined with the existing gold standard in clinical
practice, is of great clinical significance to achieve early accurate identification, timely treatment and intervention, and reduction in mortality.
Previous studies have shown that miRNAs show high specificity in terms of types and expression levels in different pathological stages of
pancreatic cancer and can thus be used in monitoring the development and progression of pancreatic cancer. Since a single miRNA has a
limited diagnostic potential, the combination of different miRNAs may effectively improve the diagnostic efficiency of early-stage pancreas
carcinogenesis. Based on related research advances in recent years, this consensus document aims to fill the gap in molecular diagnostic

technology in the guidelines for the clinical diagnosis and treatment of pancreatic cancer and provide expert guidance and recommendations.
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Table 1 Grading of recommendations assessment, development and evaluation
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Table 2 High frequency mutant genes of pancreatic cancer
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DPC4/SMAD4 LR, S 5 4T 50%
BRCA1 PFEFE , 2 53Uk DNA Y45 52 15%
BRCA2 IFEHEN , 2 53055 DNA W 246 2 17%
PALB2 PN, 2 5 00 DNA iy =2 5%

TE: BRCA, FLIRIE &) IE N s PALB2, BRCA2 E (A B 2L N o



HEEMMSEREEETELRRS,

. RHABRBREE S T2 T 5K 4£1R (2023 Fhit)

475
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Table 3 Results of combined detection of 4 miRNAs in
pancreatic cancer-positive patients
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